
STIC Bi^gcEnolofyY ^Y^ ^tems Branch 

RAW SEOTIF NCE Lf STTNC 
ERRORREPORT 



center (STIQ defected errors when processing the foUowing computer readable 

AppUcation Serial Number: QV Q)0^ Q fn f 

Source: * le; ,lL 

Date Processed by STIC: (-^<r7o^ — 

^A^i^^.l^^^^lIF^^ DETECTED ERRORS. 

PLEASE FORWARD TBOS INFORMATION TO THE APPLICANT BV Frrmri». 

FOR CRPSUBMISSION AND PATENTIN SOFTWARE ODESTinN«! pi itac* r-^^-j...^ 
MARK SPENCER. TELEPHONE: S71.ni.2^w^ S^S^^i '"''^'^SE CONTACT 

J2^^FF ^ORED SEQUENCE LISTINGS. PLEASE USE THE CHECKER 
yERSION 4.4.0 PROr^W AM ACCESSIBLE THROUGH TOE U S PA^^^ 
TRADEMARK OFHCE WEBSITE. SEE BELOW FOR ADDRESS 
http://www.uspto.gov/web/ofBces/pac/checker/chkmote.htin 



Applicants submitting genetic sequenw infonnation electronicaDv on di^^ . 
a possibility dmt the disk/CD^Roi may have been affeSJ^SeS g^^ "^^^ 

Aby reply mchidmg a sefluenc. lict jne in electmnir fo m. shouM not ,^ L . ^ 

.;u-te<,s^;Paten;an7W.O^ffice3inJ^^^^^ 

' S i^uTl'^)"''*'"''"^^^^^^ ''^^ ' EES Submission 



Revised 01/10/06 




Raw Sequence Listiog Error Summary 



EiWQHPETTnT,n gyqcEgrFnroBRFnriON serial ^aiMBER: 

An7^:NEWRi«^CASES:PLEASED,SR£<;AROENCUSH-AU.HA"HEA0I^ 

2 Invalid Line Lengd. TTe ™i« r«n.lre ma. , ,i„c not «ce«, 72 chancten in lengU,. T^s includes white spaces. 
^-il_MisaJigned Amino ThcDumberinp under Mrh am j 



Numbering 
4 ^Non-ASCn 



5 Variable Length 



Patentln 2.0 
"bug" 



The submitted file was not saved in ASCn(DOS) text, as required by the Sequence Rules. Please 
ensure your subsequent submission is saved in ASOI text ^"^^^e Kuies. Please 

f«h??S representing more than one residue. Per Sequence Rules 

A "bug" in Patentin version 2.0 has caused the <220>-<223> «vrmn k« 

Please also adjust Ihe "(ii) NUMBER OF SEQUENCES:" response to include d.e skipped sequences. 

— SgrR^^sr iirSln-^nS^ '^'"^"'^-U.easeinsertthcfcnowing.inesfor^.chskippedse,.^^^ 
<40O sequence id number 
000 

' ^S^W r5^E^^^ pVio." "f^""' ^""'^ ''^"^ ^ ^'^^^ " Sequence Listing 

(NEW RULES) r^^'^-^ of S^^^^^ of <220.<223> isIVUNDATORY if n's or Xaa's are present 

In <220> to <223> section, please explain location of n or Xaa. and which residue n oTjuT^presents 



10 



_In valid <2I3> 
Response 



n Use of<220> 



12 



.PatcnUn 2.0 
"bug" 



'3 Misuse of n/Xaa 



Per 1.823 of Sequence Rules, the only valid <2I3> respo'iises are/unknown. Artificial S^u^r^ 
Please explain ««.^ o^^S^ISStLaltn ^^f^^ - """k"'- " 

l.«u,g). tetead. please use -RIe Manager" or any other manual means to^ K 
-n" can only represent a single nuckafide "Xaa" can only represent a single amino acid 
AMC - SnC Systems Branch - 03/02/06 
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IPW16 



Sf™J?^*^ LISTING DATE: 04/05/2007 

PATENT APPLICATION: OS/09/606. 910P TIME: 10:02:12 

Input Set : A:\0S01fl5Sequence.tJtt 

Output Set: N:\CRP4\04052007\lS06910P.raw 

I ^^'^^ Max-Delbrueck-Centrum fuer Molekulare Medizin 

? lll^t^l^Zo.^T.'' ™.cl-positive carcinomas 

Id 



9 <140> COHRKNT APPLICATION NTOIBBR: OS/09/606 , 910P 



<141> CDRRENT PILING DATE: 2000-06-29 

12 <1S0> PRIOR APPLICATION NUMBER: DE 197 58 400 4 

13 <151> PRIOR FILING DATE: 1997-12-30 

15 <150> PRIOR APPLICATION NUMBER: PCT/DE98/03819 ) 

16 <151> PRIOR FILING DATE: 1998-12-30 ^ r^J^ 

18 <160> NUMBER OF SEQ ID NOS: 6 yJLlt • • 

20 <170> SOFTWARE: PatentIn Ver. 2.1 

Does Not Comply 

ERRORED sBQUBNCBs Correct®d DfekcM® MeecSed 

22 <210> SEQ ID NO: 1 

23 <211> LENGTH: 7- 

24 <212> TYPE: PRT 

25 <213> ORGANISM: human 

27 <220> FEATURE: 

28 <223> OTHER INFORMATION: immunodominant region of MUCl 
3 0 <4 00> SEQUENCE: 1 



B--> 



JU <400> SEQUENCE: 1 * O 

31 Pro Asp Thr Arg Pro Ala Pro ' . ^ - . ^ - y / jdU^ J ^ 

34 <210> SEQ ID NO: 2 i 

35 <211> LENGTH: 8 . ( 

36 <212> TYPE: PRT yi/^J^ ) 



B- 



37 <213> ORGANISM: mouse, IgGl 

39 <220> FEATURE: 

40 <223> OTHER INFORMATION: A76-A/C7 epitope 

42 <400> SEQUENCE: 2 

43 Ala Pro Asp Thr Arg Pro Ala fro i / 

44 1 ^ ^ 

47 <210> SEQ ID NO: 3 ^ 

48 <211> LENGTH: 6 

49 <212> TYPE: PRT 

50 <213> ORGANISM: mouse, IgGl 

52 <220> FEATURE: 

53 <223> OTHER INFORMATION: MF06 epitope 

55 <400> SEQUENCE: 3 

56 Asp Thr Arg Pro Ala Pro ^ , , 
B--> 57 1 ^ ' 5- 

59 <210> SEQ ID NO: 4 ^ 



f ile ://C: \CRF4\Outhold\VsrI606910F.htm 



4/5/2007 
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RAW SBQUKNCE LISTING DATE: 04/05/2007 

PATENT APPLICATION: 0S/O9/6O6 , 910P TIME: 10:02:12 

Input Set : A:\050ie5Sequence.txt 

Output Set: N:\CRF4\04052007\l6069X0P.raw 

60 <2ai> LENGTH; 21 

61 <212> TYPE: PRT 

62.<213> ORGANISM: Artificial Sequence 

64 <220> FEATURE: 

65 <223> OTHER INFORMATION: Description of Artificial Sequence: designed 
oo synthetical glycopeptide 

68 <400> SEQUENCE: 4 

69 Ala His Giy Val Thr Ser Ala Pro Asp Thr Arg Pro Ala Pro Gly Ser " 
^2 Thr Ala Pro Pro Ala /j^J^J^ ^.^^ 

75 <210> SBQ ID NO: 5 

76 <211> LENGTH: 20 

77 <212> TYPE: PRT 

78 <213> ORGANISM: Artificial Sequence 

80 <220> FEATURE: 

81 <223> OTHER INFORMATION: Description of Artificial Sequence: designed 

82 synthetical glycopeptide 
84 <400> SEQOENCE: 5 



B--> 86 ^1^ Aia.Pro Asp Thr Arg Pro Ala Pro Gly Ser Thr 

88 Ala Pro P 
E-.> 89 54— 2X> 



88 Ala Pro Pro Ala /r>sjL4^^^J^^^ 



1^ IS 



93 <210> SEQ ID NO: 6 

94 <211> LENGTH: 7 

95 <212> TYPE: PRT 

96 c213> ORGANISM: human 

98 <220> FEATURE: 

99 <221> NAME/KEY: DOMAIN 

100 <222> LOCATION: (1) . . (7) 

101 <223> OTHER INFORMATION: immunodominant motif of the epithelial mucin 

102 MUCl) 

104 <400> SEQUENCE: 6 

105 Pro Asp Thr Arg Pro Ala Pro 

106 1 ^ • 



file : //C: \CRF4\Outhold\VsrI606910F. ht 



4/5/2007 
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VERIFICATION SUMMARY OATE: 04/05/2007 

PATENT APPLICATION: US/09/606, 910P TIME: 10:02:13 

Input Set : A:\050185Sequence.txt 

Output Set: N:\CRP4\04052007\I606910P^ raw 

J!^L"m^i?.^p Application Number differs. Replaced Current Application Number 

L,,^^ M,i32 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID:l 

L:44 M:332 B: (32) Invalid/Missing Amino Acid Numbering. SEQ ID: 2 

L:57 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID:3 

L:70 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID:4 

L:73 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID:4 

^L:86 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID:5 

i-:89 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID:5 

L:106 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID:6 



f ile ://C:\CRF4\Outhold\VsrI606910F,htm 



4/5/2007 



Sequence Listing could not be accepted. 

If you need help call the Patent Electronic Business Center at (866) 
217-9197 (toll free) . 
Reviewer : markspencer 

Timestamp: Wed May 23 14:00:36 EDT 2007 



Reviewer Comments: 

<210> 2 

<211> 8 

<212> PRT 

<213> mouse, IgGl 

<220> 

<223> A76-A/C7 epitope 
<400> 2 

Ala Pro Asp Thr Arg Pro Ala Pro 
1 5 

<210> 3 

<211> 6 

<212> PRT 

<213> mouse, IgGl 

<220> 

<223> MF06 epitope 
<400> 3 

Asp Thr Arg Pro Ala Pro 
1 5 

Remove the IgGl" from the response for numeric identifier <213> in 
SEQ ID # 2 and 3. 

For SEQ ID # 1, 2, and 3 add numeric identiers <221> and <222> to the 
feature. 



